Adaptive evolution and segregating load contribute to the genomic landscape of divergence in two tree species connected by episodic gene flow by Christe, Camille et al.
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Observed and expected distances between no−fixation regions on chromsome 1 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.817 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 2 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.271 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 3 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.648 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 4 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.515 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 5 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.689 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 6 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.584 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 7 in Italy
pairwise distance class [Mio bp]
Fr
eq
ue
nc
y
0 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15
0
10
20
30
expected distance distribution
observed distance distribution
Two−sample Kolmogorov−Smirnov test D−statistic = 0.264 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 8 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.367 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 9 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.152 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 10 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.388 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 11 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.776 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 12 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.679 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 13 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.451 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 14 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.545 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 15 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.665 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 16 in Italy
pairwise distance class [Mio bp]
Fr
eq
ue
nc
y
0 1 2 3 4 5 6 7 8 9 10 11 12 13 14
0
10
20
30
40
50
60
70
80
90
100
110
120
130
140
150
160
170
180
expected distance distribution
observed distance distribution
Two−sample Kolmogorov−Smirnov test D−statistic = 0.731 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 17 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.868 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 18 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.635 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 19 in Italy
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.794 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 1 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.482 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 2 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.091 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 3 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.528 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 4 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.411 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 5 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.231 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 6 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.175 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 7 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.153 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 8 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.116 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 9 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.054 p−value = 0.0186
Observed and expected distances between no−fixation regions on chromsome 10 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.119 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 11 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.522 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 12 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.34 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 13 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.222 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 14 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.23 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 15 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.271 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 16 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.374 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 17 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.572 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 18 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.367 p−value = 0
Observed and expected distances between no−fixation regions on chromsome 19 in Hungary
pairwise distance class [Mio bp]
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Two−sample Kolmogorov−Smirnov test D−statistic = 0.693 p−value = 0
